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Isoschizomers

Isoschizomers. The enzymes in boldface type are available from Promega.

Aatl Stul, Eco1471, Pme55l, SseBl AGGYCCT Bsml BsaMli GAATGCNY

Aatll — GACGTYC BsmAl' Alw26! GTCTC(1/5)

Accl Fbll, Xmil GTY(A/C)(G/TAC BsoBl Aval, Ama87I, Bcol, Eco88l C(C/T)CG(G/AG

Acclll BspEl, Mrol TYCCGGA Bsp19l Ncol CYCATGG

Acc65l  Asp718l GYGTACC Bsp68l Nrul TCGYCGA
Kpnl* GGTACYC Bsp106l  Clal, BspDI ATYCGAT

AccB1I Banl, BshNI, Eco64! GYG(C/T)(G/ACC Bsp1191  Csp45l, NspV, BstBl TTYCGAA

AccB71  PfIMI, Van91l CCAN,YNTGG Bsp120l — GYGGCCC

AcINI Spel AYCTAGT Apal GGGCCYC

AcIWI Alwl GGATCNNNNY Bsp143l  Mbol, Sau3Al, Ndell YGATC

Acyl Bbill, Hin1l, Hsp92I, G(A/G)YCG(T/C)C Bsp143l  Haell (A/G)GCGCY(T/C)
BsaHI, Msp171l Bsp12861 Bmyl, Sdul G(G/A/TGC(C/AT)YC

Acsl Apol (G/A)YAATT(C/T) BspCl Pvul CGATYCG

Afal Rsal GTYAC BspDI Clal ATYCGAT
Cspél GYTAC BspEl Acclll TYCCGGA

Afel Eco471l AGCYGCT Bsrl! BsrSl, BseNl ACTGGN(1/-1)

Afill Bst98l CYTTAAG BsrSlI' BseNl, Bsrl ACTGGN(1/-1)

Agel PinAl AYCCGGT BssHII BsePl, Paul GYCGCGC

Ahalll Dral TTTYAAA Bst9a8l Aflll, Bfrl CYTTAAG

Ahdl EcIHKI GACNNNYNNGTC BstBI Csp45l, NspV, Bsp119l TTYCGAA

Alul — AGYCT BstEll BstPI, Eco91l, PspEl GYGTNACC

Alwl AclWI GGATCNNNNY BstNI BstOI, Mval CCY(ATGG

Aw26l'  BsmAl GTCTC(1/5) EcoRlIl* YCCAT)GG

Alw4d4l Apall GYTGCAC BstOl BstNI, Mval CCY(A/MGG

Aocl Bsu36l, Cvnl CCYTNAGG EcoRlI* YCCAT)GG

Apal — GGGCCYC BstXI - CCANNNNNYNTGG
Bsp120I* GYGGCCC BstYI Xholl, Mfll (A/G)YGATC(T/C)

Apall Alw44l, Vinel GYTGCAC BstzI Eco52l, Eagl, Xmalll, EcIXI CYGGCCG

Apol Acsl (G/A)YAATT(C/T) Bsu15l Clal ATYCGAT

Asel Vspl, Asnl ATYTAAT Bsu36l  Cvnl, Aocl, Eco81l CCYTNAGG

Asnl Vspl, Asel ATYTAAT BsuRl Haelll, Pall GGYCC

Aspl Tthi11l GACNYNNGTC Cfol Hhal GCGYC

AspEl Ahdl, Eam1105I, EcIHKI GACNNN/NNGTC Hin6l, HinP1l GYCGC

Asp700l  Xmnl GAANNYNNTTC Cfral Xmal CYCCGGaG

Asp718l  Acc65l GYGTACC Smal* CCCYGGG
Kpnl* GGTACYC Cfr13l Sau9e6l GYGNCC

Asul Sau96l, Cfr13l GYGNCC Cfrd2l Sacll CCGCYGG

Asull Csp45l, BstBI TTYCGAA Clal Banlll, Bsp106l, BspDI, Bsu15I ATYCGAT

AsuHPI Hphl GGTGAN,Y Cpol Cspl, Rsrll CGYG(A/T)CCG

Aval Ama871, Bcol, BsoBI, Eco88l CY(C/MCG(G/AG Cspl Cpol, Rsrll CGYG(A/T)CCG

Avall Sinl, Eco47!, HgiEl GYG(A/T)CC Csp6l — GYTAC

Axyl Bsu36l CCYTNAGG Rsal*, Afal* GTYAC

Ball Mscl, MIuNI TGGYCCA Csp45l BstBI, NspV, Bsp119l TTYCGAA

BamHl  — GYGATCC Cvnl Bsu36l CCYTNAGG

Banl AccBl, BshNI, Eco64l GYG(T/C)(A/G)CC Ddel BstDEI CYTNAG

Banll Eco24l G(A/G)GC(T/C)YC Dpnl? — GmAYTC

Bbel — GGCGCYC Dpnll* GAYTC
Narl* GGYCGCC Dpnll Mbol, Sau3Al, Ndell, YGATC

BbrP Eco72l, Pmll CACYGTG Dpnl* GAYTC

Bbsl' Bsc91l, Bpil GAAGAC(2/6) Dral — TTTVAAA

Bbul Pael, Sphl GCATGYC Eagl Eco52l, BstZl, EcIXI, Xmalll CYGGCCG

Bell BsiQl, Fbal TYGATCA Eam11051 EcIHKI, Ahdl, AspEl GACNNNYNNGTC

Benl Ncil CCY(C/G)GG Ecl136ll  EcolCRI GAGYCTC

Bfrl Bst98I CYTTAAG Sacl GAGCTYC

Bgll — GCCNNNNYNGGC EclHKI Ahdl, Eam1105I, AspEl GACNNNYNNGTC

Byl — AYGATCT EclXI BstZl, Eagl, Eco52!, Xmalll CYGGCCG

Byl Bsp1286l G(G/A/T)GC(C/AT)YC Eco24l Banll, Fri0l G(AG)GC(TC)YC

Bpml Gsul CTGGAG(16/14) Eco32I EcoRV GATYATC

BsaH! Hsp92I G(A/G)YCG(T/C)C Eco47l Avall, Sinl GYG(A/TCC

BsaMI| Bsml GAATGC(1/-1) Ecod7Ill  Afel AGCYGCT

Bsall Bsh1285I, BsiEl CG(A/G)(T/C)YC Eco52! BstZl, Xmalll, Eagl, EclXI CYGGCCG

BseAl Acclll TYCCGGA Ecob4! Banl, BshNI, Eco64! GYG(TC)(AG)CC

BseNI BsrS|, Bsrl ACTGGN (1/-1) Eco81l Bsu36l CCYTNAGG

BsePl BssHIl, Paul GYCGCGC Ecog8l Aval CY(TC)CG(AG)G

Bsh1285] Bsall CG(A/G)(T/C)YCG Eco91l  BstEll GYGTNACC

BshNI Banl, AccB1l, Eco64l GYG(T/C)(A/G)CC Eco109l __ SnaBl TACYCTA

Bsh13651  BsrBRI GATNNYNNATC

BsiEl BsaOl CGA/G)(T/C)YCG
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Isoschizomers (continued). The enzymes in boldface type are available from Promega.
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Enzyme Isoschizomer(s) Recognition Sequence Enzyme Isoschizomer(s) Recognition Sequence
Eco1301  Styl CYCA/T)(T/NGG NspBII MspAil C(A/C)GYC(G/T)G
Eco1471  Stul AGGYCCT Pael Bbul, Sphi GCATGYC
EcolCRI  Ecl136ll GAGYCTC PaeR7I Xhol CYTCGAG
Sacl*, Sstl* GAGCTYC Pall Haelll, BsuRl GGYCC
EcoRI — GYAATTC PAMI AccB71, Van91l CCAN,YNTGG
EcoRll — YCCA/MGG PinAl Agel AYCCGGT
BstOI*, BstNI*, Mval* CCY(A/TGG Pstl — CTGCAYG
EcoRV Eco32| GATYATC Pvul BspCl CGATYCG
EcoT14l _ Styl CYCATATIGG Puull — CAGYCTG
EcoT22I  Nsil ATGCAYT Rsal Afal GTYAC
Ehel — GGCYGCC Rsrll Cspl, Cpol CGYG(A/T)CCG
Narl* GGYCGCC Sacl Sstl GAGCTYC
Fokl® — GGATG(9/13) Ecl1361l*, EcolCRI* GAGYCTC
Haell Bsp143ll (AG)GCGCY (T/C) Sacll Sstll, Kspl, Cfr42l CCGCYGG
Haelll BsuRl, Pall GGYCC Sall — GYTCGAC
Hapll Hpall, Mspl CvcGa Sau3Al Mbol, Ndell, Dpnll YGATC
HgiEl Eco471, Sinl, Avall GYGA/T)CC Sau9el Cfr13l GYGNCC
Hhal Cfol GCGYC Scal — AGTYACT
HinP11*, Hin6I* GYCGC Sdul Bsp12861 G(G/A/MGC(C/AT)YC
Hintl Acyl, Hsp92l G(AV/G)YCG(T/C)C Sfil — GGCCNNNNYNGGCC
Hincll Hindll GT(T/C)Y(A/G)AC Sful Csp45l TTYCGAA
Hindll Hincll GT(T/C)Y(A/G)AC Sofl — GCGATYCGC
Hindlll — AYAGCTT Sinl Avall, Eco47 GYGA/T)CC
Hinfl — GYANTC Smal — CCCYGGG
HinP1l — GYCGC Xmal*, Cfro* CYCCGGG
Hhal*, Cfol* GCGYC SnaBl Eco105I TACYGTA
Hpal KspAl GTTYAAC Spel AcINI AYCTAGT
HpalP  Mspl, Hapll CvCGG Sphl Bhul, Pael GCATGYC
Hsp92I Acyl, BsaHI, Hin1l G(A/G)YCG(C/M)C Sspl — AATYATT
Hsp92ill  Niall CATGY Sstl Sacl GAGCTYC
1-Ppol — CTCTCTTAAYGGTAGC EcolCRI* GAGYCTC
Kasl — GYGCGCC Sl Sacll CCGCYGG
Narl* GGYCGCC Stul Aatl, Eco147] AGGYCCT
Kpnl - GGTACYC Styl EcoT14l CYCA/TAT)GG
Acc65l*, Asp718I* GYGTACC Taql TthHBSI TYCGA
Kspl Sacll CCGCYGG Truol Msel TYTAA
Mbol Sau3Al, Ndell, Dpnll YGATC Tth111l  Aspl GACNYNNGTC
Mboll'  — GAAGA(®/7) TthHB8I  Tagql TYCGA
Ml Xholl (AG)YGATC(T/C) Van91l AccB71, PfiMI CCAN,YNTGG
Miul — AYCGOGT Vel Apall, Alw4a4l GYTGCAC
MIuNI Ball, Mscl TGGYCCA Vspl Asel, Asnl ATYTAAT
Mrol Acclll TYCCGGA Xbal — TYCTAGA
Mscl Ball, MiuNI TGGYCCA Xhol PaeR7I CYTCGAG
Msel Trudl TYTAA Xholl BstYl, Ml (A/G)YGATC(T/C)
MspP Hpall, Hapll C¥CGG Xmal Cfral, XmaCl, CYCCGGG
MspA1l  NspBll C(A/C)GYC(G/MG Smal* CCCYGGG
Mstll Bsu36l CCYTNAGG Xmalll Eco52l, BstZI, Eagl, EclX| CYGGCCG
Mval BstOI, BstNI CCY(AMGG XmacCl Xmal CYCCGGG
EcoRII" YCCAMGG Smal* CCCYGGG
Nael — GCCYGGC Xmnl Asp700I GAANNYNNTTC
NgoMIV GYCCGGC
Narl — GGYCGCC Key:
Ehel* GGCYGCC N = AGGorT
Kasl* GYGCGCC * = neoschizomer
Bbel* GGCGCYC Notes:
Ncil Benl CCV(C/G)GG 1. The locations of cleavage sites falling qut§ide the recognition site are indicated in
Ncol Bspidl CYCATGG ; jliionnd F(;I,' example, GTCTC(1/5) indicates cleavage at:
Ndel — CAYTATG T 3 CAGAGNNNNN, .5
Ndell Mb0|, saU3A|, Dpnll YGATC 2. Dpnl is unique among commercially available restriction enzymes in requiring methylation
NgoMIV — GYCCGGC of a nucleotide (adenine) in its recognition sequence in order to cut. Therefore, Dpnl
Nael* GCCYGGC cannot be substituted for other enzymes recognizing the GATC sequence (e.g., Mbol and
Sau3Al).
Nhel — GYCTAGC 3. Although Hpall and Mspl r quence, Hpall is sensitive to
Nialll Hsp92Il CATGY ion of either cytosine in its recognition sequence, while Mspl is sensitive only
Notl — GCYGGCCGC to nlethylation of the external cytosine. These enzymes may not be interchanged for all
Nrul Bsp68 | TCGYCGA
Nsil EcoT22l, Mph1103] ATGCA™T Reference
NspV Csp45l, BstBl, Bsp119l TTYCGAA Roberts, R.J. and Macelis, D. (1991) Nucl. Acids Res. 19 (supp), 2077.




