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DNA from Practically Anything

Citations Isolating Bacterial DNA with the Wizard® Genomic DNA Purification Kit
The Wizard® Genomic DNA Purification Kit is a gentle, scalable solution-based method for the isolation of high molecular weight genomic DNA (>50kb) from a variety of
starting materials. Includes protocols for the isolation of gDNA from Gram-positive and Gram-negative bacteria as well as fungi and yeast. This is a partial list of citations
describing the Wizard® Genomic DNA Purification Kit use with bacterial sources. The system has been cited for isolation of gDNA from other bacteria including
Bordetella, Campylobacter, Enterobacter, Klebsiella, Lactobacillus, Leptospira, Mycobacterium, Desulfovibrio, Escherichia, Flavobacterium, Methanococcus,
Microbacterium, Mycoplasma, Paracoccus, Prevotella, Proteus, Rhodopseudomonas, Rickettsia, Salmonella, Serratia, Shigella, Sphingomonas, Treponema and
Vibrio. See the protocol online at: www.promega.com/tbs/tm050/tm050.html
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Product Size Cat.#
Wizard® Genomic
DNA Purification Kit 100 isolations × 300µl A1120

500 isolations × 300µl A1125
100 isolations × 10ml A1620

For Laboratory Use.
Note: Quantity “Isolations” for the Wizard® Genomic DNA Purification Kit refers to isolations from the
indicated quantity of whole human blood. Cat.# A1120 will process ~80ml of bacterial cell culture;
Cat. #A1125 will process ~400ml of bacterial cell culture; and Cat. #A1620 will process ~1,600ml of
bacterial cell culture. 
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