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Introduction

Personalized medicine for oncology patients is driven by mutation profiling of tumors.
Improved robust DNA extraction methods that produce high quality FFPE DNA template
suitable for complex molecular diagnostic testing are needed. In addition to DNA

Figure 3a. Maxwell vs. MO BIO DNA extraction from different FFPE Figure 3b. Percent increase in DNA yield by Maxwell vs. MO BIO in Figure 6a. Box plot graphs of Phred scores for Sanger sequences Figure 6b. Box plot graph of Phred scores for Sanger sequences
sample types (total DNA Yield). Overall, DNA yields were greater for different FFPE sample types (1.9-fold or 190% increase overall). (see Figure 5; forward traces; 51-bp window; melanoma samples). (see Figure 5; reverse traces; 51-bp window; melanoma samples).
samples processed on the Maxwell CSC (30 of 34 samples, 88%).
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sequencing (200 ng) on the BIORAD CFX platform and Applied Biosystems 3730 DNA . . . 3
extraction from different FFPE sample types. extraction from different FFPE sample types.

Analyzer, respectively. NRAS gPCR data were reported as delta-Ct values to determine gPCR
differences. Sanger sequencing Phred scores were analyzed for the 51-base pair window A 5. . . . . . .
surrounding the NRAS codon 61 hotspot to quantitatively determine sequence-trace quality. 0D 260/280 Maxwell 0D 260/230 Maawell Figures 7a — 7e. Box plots representing sequence quality metrics using CodeCodon Aligner and Sequence Scanner software.
Quality metrics were further evaluated using the CodonCode Aligner and Sequence Scanner 331
software packages.
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addition, and lysis/incubation, however, the Maxwell method requires fewer hands-on,
liquid-handling steps (Fig. 1). Additional Zymo cleanup steps were required for 2 manually-
extracted samples due to visible melanin in the FFPE tissue/eluted DNA (Fig. 2; Samples 02
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Figure 2. Representative specimen (Sample 02) « Higher quality DNA without extra purification steps, minimizing the potential need for repeat analysis
requiring additional Zymo cleanup steps due to
high melanin content (note red boxed area); H&E
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Maxwell: post-lysis steps 1 — 12 (Hands-on time for 16 samples - ~30 min.)
Add
—

MO BIO: post-lysis steps 1 - 22 (Hands-on time for 16 samples - ~60 min.)

For further information please contact info@molecularmd.com or visit www.molecularmd.com.
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*(28 total steps if Zymo needed)
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